
Deep History  

The following description of the deep history of the human haplotree is taken from 
documents created by the R-U106 project at Family Tree DNA. The original documents, 
U106 Explored, and The Pre-History of the House of Wettin are available on the 
Warburton website. It also uses information from www.eupedia.com, Wikipedia, and some 
of my earlier investigations. 
The deep haplotree of the human population represents our current understanding of the 
way the human family tree has divided along its male lines. This is a rapidly-evolving field, 
thus the information is subject to considerable change over time. 
Out of Africa - Before R-M343 
Ultimately, we all descend from the first life-forms, which lived approximately three billion 
years ago. Through a long and convoluted process, they evolved into homo sapiens. While 
H. sapiens has only been around for about half a million years, this is still older than the 
common ancestor of the male lines of every person alive today. We call this person Y-
chromosomal Adam, because we all descend from him via our father’s father’s father’s 
father’s… etc. Recent estimates of his age vary widely from 120,000 to 380,000 years 
ago.  
The vast majority of people descend through haplogroup A. In fact, it’s only recently that 
researchers discovered our most-distant relations hiding among remote Africa tribes. 
Haplogroup BT arose in Africa about 70,000 years ago, when the human population 
consisted of a small number of tribes living in the Horn of Africa. 
The human genetic tree continued to diversify and flourish as mankind expanded 
throughout Africa. Around 50,000 to 60,000 years ago, a small group of migrants is thought 
to have crossed the Red Sea into Arabia, starting the most important in a series of Out of 
Africa migrations.  
Haplogroup G descends from macro-haplogroup F, which is thought to represent the 
second major migration of Homo sapiens out of Africa, at least 60,000 years ago. Its main 
branch, macro-haplogroup IJK would become the ancestor of 80% of modern Eurasian 
people. Haplogroup G had a slow start, evolving in apparent isolation for tens of thousands 
of years, possibly in Southwest Asia, cut off from the wave of colonisation of Eurasia.  
A little over 45,000 years ago, the precursor of haplogroup R split from haplogroups G and 
I. This point is defined by the recently analysed 45,000-year-old remains from western 
Siberia. 
Expansion into Europe 
The original modern human population in Europe would appear to consist of haplogroups 
G and I. Nowadays haplogroup G is found all the way from Western Europe and Northwest 
Africa to Central Asia, India and East Africa, although everywhere at low frequencies. Most 
Europeans belong to the G-P15 subclade, 
Haplogroup I is the oldest major haplogroup in Europe and in all probability the only one 
that originated there. It is thought to have arrived from the Middle East as haplogroup IJ 
sometime between 40,000 and 30,000 years ago, and developed into haplogroup I 
approximately 25,000 years ago. In Europe haplogroup I splits into I-M253, and I-M438 
which includes sub-clades M223 and P37. 
Haplogroup R, arose between 24,000 and 34,000 years ago. This is again limited by the 
archaeological remains of Mal’ta Boy, who was buried 24,000 years ago in Siberia. By this 
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time haplogroup R and its precursors had probably expanded across much of north-west 
Asia, where they existed as hunter gatherers.  
Within haplogroup R, most people are part of the R1 haplogroup. Although it originated in 
Asia, the majority of western Europe is part of this haplogroup. Within R1, there is a 
bifurcation into two groups: R-M420, and R-M343.  
R-M343 
Single Nucleotide Polymorphism (SNP) R-M343, previously classified as R1b, is the most 
dominant Y-chromosome in Western Europe, and is shared by most of the Warburtons 
who have tested their DNA. 
R-M343 is thought to have arisen less than 18,500 years ago. It is the most common 
haplogroup in Western Europe, reaching over 80% of the population in Ireland, the 
Scottish Highlands, western Wales, the Atlantic fringe of France, the Basque country and 
Catalonia. It is also common in Anatolia and around the Caucasus, in parts of Russia and 
in Central and South Asia. 
The large presence of R-M343 in the Basque country led researchers to conclude that 
members of the R-M343 haplogroup are descendants of the first modern human migrants 
into Europe some 35-40,000 years ago. This is known as the Upper Palaeolithic migration 
and was characterised by the Aurignacian culture.  During the last Ice Age they retreated 
to a number of refuges in southern Europe. The large proportion of R-M343 in the Basque 
region led to the belief that it occurred in the Iberian refuge.  
Since 2010 new research has concluded that R-M343 arose in Central Asia because the 
oldest sub-clades are found there, whilst those in Western Europe are much newer. The 
exact time it arrived in Europe is still uncertain but it was probably as a result of the 
westward migration of Indo-Europeans. The dominant position of R-M343 in Western 
Europe is not believed to be the result of wholesale population replacement, but simply 
that men in invading elites have higher reproductive opportunities which means their Y-
chromosomes soon come to dominate. This may have been reinforced because they were 
horse riding cattlemen with lactose tolerance, that was not present in the earlier 
population. 
R-M343 is very much dominated by R-269 which includes 40-70% of the population of 
continental Western Europe rising to 81% in the Basque country, 85% in Ireland, and over 
90% in parts of Wales. Despite this, its origins are still thought to have been in western 
Asian populations, and it came to dominate Europe as it expanded throughout the 
continent. 
The Yamna period (3500-2500 BCE) is the most important one in the creation of Indo-
European culture and society. During the Yamna period cattle and sheep herders adopted 
wagons to transport their food and tents, which allowed them to move deeper into the 
steppe, giving rise to a new mobile lifestyle that would eventually lead to the great Indo-
European migrations. This type of mass migration in which whole tribes moved with the 
help of wagons was still common in Gaul at the time of Julius Caesar, and among 
Germanic peoples in the late Antiquity. 
The date of this expansion into easternmost Europe (Russia and the Ukraine) can 
probably be tied to the sudden growth in the number of branches below M269, around 
4000 BC. R-M269 is closely associated with the diffusion of Indo-European languages, as 
attested by its presence in all regions of the world where Indo-European languages were 
spoken in ancient times, from the Atlantic coast of Europe to the Indian subcontinent. 
The Corded Ware culture (3200-1800 BCE) was a natural northern and western expansion 
of the Yamna culture, reaching as far west as Germany and as far north as Sweden and 
Norway. The R-L51 subclade of R-M269 is thought to have arrived in Central Europe 
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(Hungary, Austria, Bohemia) around 2500 BCE, approximately two millennia after the shift 
to the Neolithic lifestyle in these regions. Agrarian towns had started to develop, and gold 
and copper had begun to be mined, meaning the prospects of a conquest were now far 
more appealing to the Indo-European invaders. 
However, archaeological remains show that there were extremely few haplogroup R men 
in Europe before 2600 BC, when remains from both R-M420 and R-M343 are found in 
Corded Ware and Bell Beaker burials (respectively) in south-eastern Germany. R-M420 is 
strongest in eastern populations, where it can exceed 60% of individuals in Poland and the 
south-west Russian states. Its British content is thought to be strongly Viking in origin.  
Apart from some minor branches, most R-M269 men also have the R-L51 and R-P311 
SNPs.  R-P311 is now represented by around half of western European men, with a third 
of a billion diaspora worldwide. It is dated during the European Bronze Age, and the 
possible range of dates correspond to a series of archaeological horizons spreading 
eastwards over Europe at the same time. 
R-P311 then splits into a larger R-P312 branch and the smaller R-U106 branch.  
The R-P312 branch is generally found more on Europe’s Atlantic Coast, while the R-U106 
branch is generally found more in Europe’s heartland. This has led to R-P312 being 
referred to synonymously with “Celtic” peoples while R-U106 is “Germanic”. While there is 
clearly some overlap between membership of these SNPs and populations, both SNPs 
originate several thousand years before these terms are relevant. 
R-U106 and The King’s Cluster 
About 25% of R-M269 in Europe are R-U106 which is most common in the Netherlands 
and Northern Germany. It probably originated in Austria around 2500-3750 BC.  It now 
represents about 110 million men worldwide. See U106 Explored, and The Pre-History 
of the House of Wettin on the Warburton website for more detail on the development of 
the R-U106 haplogroup. 
The Cheshire And Lancashire Groups, accounting for nearly half of all Warburton results, 
are both U106.  
R-U106 contains a more recent SNP called DF98 a sub-section of the R-U106 project 
which includes the Cheshire Group. This mutation is thought to have occurred between 
750BC and 200BC in the Frankfurt area, about the time the La Tene culture arose in that 
area. It is thought the expansion of this culture could have been the impetus for the spread 
of DF98. 
DF98 is identified with The King’s Cluster, so named because it includes many of the 
ruling houses of Europe.  The King’s Cluster is maintained by Iain McDonald within the 
Family Tree DNA R1b-U106 Project. Iain has built an impressive phylogenetic tree and 
distribution map that can be seen in The King’s Cluster Tree, and The King’s Cluster 
Geography on the Warburton website. 
R-P312 
R-312 represents the larger proportion (70+%) of the R-M269 population of Europe. To 
date there have been Warburton results from 3 different branches of R-P312. 
R-U152 - South Cheshire Group 
The BigY-700 result from the South Cheshire Group is in the R-152 haplogroup. R-U152 is 
one of the 3 major sub-divisions of R-P312.  
The earliest appearance of R-U152 in an ancient DNA sample is from Altenmarkt, 
Osterhofen, north-east of Munich in Germany. It is dated to about 2500 BC. R-U152 is 
most frequent in Northern and Central Italy, France, Switzerland, and Western Poland, with 
lesser concentrations in some regions of England and Germany. The Italian concentration 
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has caused conjecture on links to the Roman Empire, whilst its westward spread has been 
linked to Celtic migrations. However its emergence pre-dates both of these phenomena. 
The most recent SNP in the South Cheshire result is R-PH1424, which falls in a sparsely 
populated area of clade The R-U152 Project at FTDNA has over 3,000 results, including 
1630+ BigY results. Of these only 30 have  R-FT27293 which seems to have occurred 
soon after R-U152 . Only 2 intermediate SNPs then occurred before  R-A274. Only 13 
BigY results have R-A274, and these are spread across 10 branches, one of which is 
headed by R-PH1424. There are no examples of R-A274 in ancient DNA samples. There 
are only 8 intermediate SNPs before R-PH1424, so R-PH1424 probably occurred about 
1100 years after R-U152, or circa 1400BCE. 
Only three of the other Warburton haplogroup R results have been determined below 
M269. All are within the R-P312 branch. 
R-D27- Ashley and Notts Group 
The BigY-700 results from this group fall within haplogroup R-D27, a large sub-clade of R-
P312. Wikepedia dates its emergence around 4,200, years ago, or 2200 BC. Along with R-
U152 and R-L21, it is to a significant extent associated with Proto-Celtic, Celtic and later 
Celtiberian movements. It arose after the beginning of the European Bronze Age, and has 
an overwhelming presence in the Iberian peninsula and in south-west France. The Atlantic 
Bronze Age could correspond to the period when DF27 radiated more evenly around Iberia 
and ended up, following Atlantic trade routes, all the way to the British Isles, the 
Netherlands and Scandinavia. It is probable that the ancestors of the Ashley and Notts 
group arrived in the British Isles, prior to the Roman invasion, as part of these migrations. 

The most likely cause of the introduction of R-DF27 into the UK is the Celtic trading 
association with the Iberian peninsular that existed before the Roman conquest of Britain. 
These results are consistent with the arrival of the shared R-DF27 branch in Britain in 
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R-L21, R-DF21, and R-M222 - Mongan - Warburton 
A result from the Mongan family of Australia includes haplotypes R-L21, R-DF21, and R-
M222, all of which have Projects at FTDNA dedicated to them.
R-L21 originated in Central Europe around 2500 BC. It is mostly found among the 
inhabitants of Ireland and Great Britain, but is also found in Brittany, northern France, 
northern Iberia, and has some presence in Belgium, and the Netherlands. The L21 and 
Subclades project at FTDNA has over 10,000 members, and about 6,000 BigY results.
R-DF21 originated within the British Isles about 2000 BC. It is culturally associated with the 
Beaker cultures and Celtic migrations in the early European Bronze Age. Three "beaker 
folk" males buried about 4,000 years ago on Rathlin Island, Ireland, were DNA tested as Y-
DNA haplogroups R-L21 and R-DF21. R-D21 is strongly associated with Ireland. The R-
DF21 and Subclades project at FTDNA has over 1,700 members, and about 6,000 BigY 
results.
According to the Irish Origenes website, R-M222 first appeared in a single male who lived 
on, or near, the Inishowen peninsula in the far northwest of Ireland approximately 1,500 
years ago (+/-300 years). Approximately 8% of Irish males, together with many Scots and 
Ulster Scots carry the M222 genetic marker (also referred to as the 'Niall of the Nine 
Hostages' DNA marker).
The R-M222 and Subclades project at FTDNA is larger than that for its parent R-DF21 
having over 3,300 members, and about 1,400 BigY results. 

Warburton Haplotypes 
Over 80% of Warburton results are haplogroup R, and they are all R-M269.  
There are 5 Warburton results from haplogroup I, including three from I-M253 and one 
each from I-M223 and I-P37. 
I-M253 is associated most strongly with Finland and Scandinavia. It probably originated 
4-5,000 years ago and initially dispersed from Denmark. Research by Ken Nordtvedt into 
STR patterns linked the Warburton results to a subgroup that originates in Denmark or 
North Germany and therefore was probably introduced into Britain by the Anglo-Saxons. 
I-M223 has a predominantly British subclade, another predominantly Germanic subclade, 
plus others scattered across Europe. STR predictors and comparisons suggested an origin 
for the Warburton result in the Netherlands, northwest Germany, or Denmark. This covers 
the sources of both the Saxon and Danish Viking invasions. 
I-P37s by far the largest branch of I-M438 and the one most strongly linked to Neolithic 
cultures in south-east, south-west and north-west Europe. STR comparisons for the 
Warburton result link it to a subclade found mainly in north-western Germany, but there are 
appreciable numbers in the British Isles.  
There is one Warburton from haplogroup G who has tested as G-P303. 
There are 3 related Warburtons from haplogroup J, with a predicted haplotype of J-M172. 
This is  the most predominant sub-group of the J haplotype in Europe. It is believed to 
have originated in the Middle East between 15,000 and 22,000 years ago. It is associated 
with the Neolithic expansion into Europe from the Fertile Crescent. This began about 
10,000 years ago but reached Britain only about 6,000 years ago. It followed a route along 
the Mediterranean, around Spain and to the British Isles where it is most common in 
Southern England and Central Scotland. 
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