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Deep ancestry of U106Homo sapiens

Haplogroup BT (B-M42)

Y-chromosomal Adam? ?

A0

?

(2) OUT OF AFRICA
Ultimately, we all descend from the first life-forms, which lived approximately three billion
years ago. Through a long and convoluted process, they evolved into homo sapiens. While H.
sapiens has only been around for about half a million years, this is still older than the common
ancestor of the male lines of every person alive today. We call this person Y-chromosomal
Adam, because we all descend from him via our father’s father’s father’s father’s… etc. Recent
estimates of his age place his birth at around 200,000 to 250,000 years ago.

The vast majority of people descend through Haplogroup A. In fact, it’s only recently that
researchers discovered our most-distant relations hiding among remote Africa tribes.
Haplogroup BT arose in Africa about 88,000 years ago, when the most of the human population
consisted of a small number of tribes living in the Horn of Africa.

The human genetic tree continued to diversify and flourish as mankind expanded throughout
Africa. Around 50,000 to 60,000 years ago, a small group of migrants is thought to have crossed
the Red Sea into Arabia, starting the most important in a series of Out of Africa migrations.

Some time not too long after this point, a little over 45,000 years ago, we split from haplogroups
G and I, which appear to form the original modern human population in Europe. This point is
defined by the recently analysed 45,000-year-old remains from western Siberia, from a man
who was haplogroup K (but not haplogroup LT, so near the K2 level).

Our base haplogroup, R, arose from this migration between 24,000 and 34,000 years ago. This
is again limited by the archeaological remains of Mal’ta Boy, who was buried 24,000 years ago
in Siberia. By this time, our ancestors had probably expanded to across much of north-west Asia,
where they existed as hunter gatherers.
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(1) INTRODUCTION
This deep phylogenic tree of the human population represents our current understanding of the way the human family tree has
divided along its male lines. This is a rapidly-evolving field, thus the information is subject to considerable change over time.

This tree summarises the extensive tree that lies above R-U106. This shows how R-U106, which now represents many tens of
millions of men worldwide, branched off from the rest of the human Y-chromosome tree at different points in prehistory.
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(3)  EXPANSION INTO EUROPE
Within haplogroup R, most people are descended via the R1 clade. Within R1, there is a
bifurcation into two groups: R1a (R-M420), and R1b (R-M343). R1a is strongest in eastern
populations, where it can exceed 60% of individuals in Poland and the south-west Russian states.
Its British content is thought to be strongly Viking in origin.

R1b (R-M343) is thought to have arisen around 20,000 years ago. In Europe, it is very much
dominated by R1b1a2, or M269. This group alone makes up over half the population in Western
Europe, and makes up over 90% of some populations. Despite this, its origins are still thought to
have been in western Asian populations, and it came to dominate Europe as it expanded
throughout the continent.

The date of this expansion into easternmost Europe (Russia and the Ukraine) can probably be
tied to the sudden growth in the number of branches below M269, around 4000 BC.

?

The history of R-U106

How to read this chart
This chart shows how the male-line genetic (phylogenic) tree splits from its foundation down to the U106 branch.
Different ages and geographical origins distances are shown on the chart, which should be interpreted carefully.

Where quoted, ages are given as 95% (~“2-sigma”) confidence intervals. We are 95% sure that the real dates lie
between these two boundaries. By dividing the uncertainty in half, we can recover the 68% confidence interval, or
“1-sigma” range. Dates are rounded to the nearest 100 years.

This date was calculated using SNP-counting methods which are detailed at:
www.jb.man.ac.uk/~mcdonald/genetics.html
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circa 18,000 BC, probably North or Central Asia
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R1b1a2a1a1 (P311)
Probably c. 3000 BC, Central or Eastern Europe

(4)  FOUNDING A NEW EUROPEAN POPULATION
Most of the branches above U106 are minor, however there is one important branch at the level
immediately above U106, signified by the mutation P311. A split exists at this point in our family
tree between the larger P312 branch and the smaller U106 branch. The R-P311 level probably
corresponds to our ancestors’ arrival into central Europe, somewhere in the region of modern
Germany, around 3000 BC or shortly thereafter. Archaeological remains indicate that this is
likely coincident with the arrival of the Corded Ware culture.

The P312 branch is generally found more on Europe’s Atlantic Coast, being spread by the Bell
Beaker culture. Meanwhile, the U106 branch is generally found more in Europe’s heartland. This
has erroneously led to P312 being synonymised with “Celtic” peoples and U106 with
“Germanic”. While there is clearly some overlap between membership of these SNPs and
populations, both SNPs originate several thousand years before these terms are relevant.

Nevertheless, it is the last common ancestor of these two branches, “Mr. P311” whose clan is now
represented by around half of western European men, with a third of a billion diaspora worldwide
(see panel at right).

R-U106 represents about 1/8th of Europe, or 110 million men worldwide. We estimate its origin
to be between 3700 and 2500 BC, which ties in with the archeaological expectation of circa 2800
BC.

Haplogroup Frequencies in Europe
NB: Data have not been updated since 2014.

The following data give the number and percentage of various levels between R1b-M343 and U106 in different parts
of Europe, as found by Myers et al. (2007) and selected other studies. These can be used to approximate correction
factors to debias our statistics according to how many people of different ancestries have tested. These numbers are
only very approximate in many cases and only represent first-order estimates of the underlying population.

COUNTRY POPLN. %M269 %U106 M269 & U106 POPLN. #TESTERS WEIGHT
British Isles
Ireland  6429508 80% 6%  5143606 385770 99  4
Scotland 5327000 72.5% 12%  3862075 639240 132  5
England  53012456 57% 20%  30217099 10602491 317  33
Wales  3063456 83.5% 5%  2557985 153172 13  12
Total  67836420 62% 19%  41780765 11780673 658  18

Iberia
Spain   47150800 42% 8%  19803336 3772064 6  629
Portugal 10607995 56% 1.5%  5940477 159119 3  53

Central Europe
Denmark  5568854 34% 17%  1893410 946705 9  105
Netherlands 16696700 54% 35%  9016218 5843845 32  183
Belgium 11198638 59.5% 25%  6663189 2799659 10  280
France  65460000 52% 7%  34039200 4582200 21  218
Germany  81757600 43% 19%  35155768 15533944 103  151
Switzerland  7785000 58% 13%  4515300 1012050 13  78
Italy   60418711 37% 4%  22354923 2416748 14  173
Austria  8414638 27% 23%  2271952 1935366 2  968

Eastern Europe
Hungary 9979000 20% 4%  1995800 399160 6  67
Czech Rep.  10261320 28% 14%  2873169 1436584 5  287
Slovakia  5443386 25% 3%  2721693 326603 1  327
Poland  38192000 23% 8%  8784160 3055360 19  161
Lat./Lit./Est. 6032500 10% 4%  603250 241300 12  20
Belarus 9503807 5% 0.5%  475190 47519  1  48
Ukraine  45939820 25% 9%  11484955 4134583 4  1034
Romania 20121641 15% 2%  3018246 402432 1  402
Bulgaria 7621337 10% 2%  762133 152426 0  -
Former Yugo. 20449929 5% 1%  1022496 204499 1  204
Slovenia 2012917 17% 4%  342195 80516  3  27
Greece  11645343 10% 1%  1164534 116453 0  -
Russia   110000000 21% 5.4%  23100000 5940000 7  849
Turkey  76667864 14% 0.4%  10733500 306671 0  -

European Colonies (estimated)
United States  230000000 46% 15%  105800000 34500000 -  -
Australia 20000000 46% 15%  9200000 3000000 -  -
NZ  4000000 46% 15%  1840000 600000 -  -
Canada  30000000 46% 15%  13800000 4500000 -  -

Total  1041 million N/A N/A  383 million 110 million



U106 family tree
Updated: 14 Aug 2017

DESCRIPTION
This  phylogenic tree of R-U106 shows the relationships between the
1083 testers with Family Tree DNA BigY results. Note that the
R-U198 region is largely incomplete.

Convergence dates (to be read at the horizontal line of each
clade) are computed using SNP counting, and are typically uncertain
by several centuries. The convergence date is the point in history
where all testers with that clade were last related (the time to most
recent common ancestor, or TMRCA). It does not necessarily indicate
when that SNP formed.

First archeological M269 remains in western Europe.

Archeological M269 remains in modern Russia.

First U106 archaeological remains (Sweden)
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Major branching structures within R-DF98

Predicted structure from STRs
U106+
Tested DF98+ (including DF98* panel tests)
Positive SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite
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Key to following pages:

Surname/geographical* and Y-STR link
Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

*Includes not-shared surname matches with a close
geographical link (within ~10 miles).

Y-STR match, no/private STR data
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Individuals electing to show their information on public
project pages are identified by family (MDKA) name.
Individuals identified through private information are
Identified by their initials.
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← Date of MDKA (mostdistant knownancestor)

← Indicates recorded paper trail

← Depth of YSTR testing
← Maximum depth of YSNP testing

← Kit number/YSearch code

← Family name (and contact names)

← Country of family’s origin

← M = U106 project member; C = in email contact
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Phylogenic family tree of R-DF98’s minor branches

Treece: no European origin known. Tested DF98+ in addition to BigY.
Pitman: no European origin known. Capt. Thomas Pittman’s daughter married Joseph Wall.
Wall: large family with few European connections and an MRCA indicating a common ancestor in American colonial times. Includes a Wall
claiming descent from Evan Wall (b. 1379) of Preston Hall in Lancaster and a Weyland from Stuttgart.
Starr: no information.
Todd: no information.
Sudasch: link to Austria, north of Vienna.
Gibson: R1b lineage VI, 61803 traces to Cockersmith (cognate Cockermouth) in the Lake District. B115321 traces to Knockbracken, now a
southern suburb of Belfast.
Endres: family from Ollmuth in Germany, east of Luxembourg. Results no longer available.
Robertson: in Robson group 2, with 37-marker match to 169566. No further information given.
Watson: R1b1 family A. 109510 shown to be U106+ L48-. Several 37-marker matches. Possible descendants of Lord Jonathan Watson (1702,
England - 1759), but needs confirmation from family.
Quintero: family from Tenerife, no further information given.
LeCapitaine: a noble family from Grez-Doiceau, south-east of Brussels, in Walloon.
Harp: no European origin known. FGC Long-Read pilot test underway.
Reeve: traces to a Thomas Reeve (1611), origin identified as England by Y-37 match to #41599 (Reeves DNA project group #05). False
positive match to Bird group R1b IV, which is R-DF27.
Agee: origin unknown (STR source: Terry DNA project).
Smith: no European origin known, but Ireland hypothesised. Novel mutation CTS7550+. Personal Genomes Project tested, helped identify
DF98. Negative for downstream SNPs S1911, S18823 and L127. Forms unique branch of DF98.
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Johnson: family origin in UK not known.
Boyd: family origin in UK not known.
Bowe(s): family originates in Kilkenny
(384114 in Wicklow). Apparently not related
to 147853 Bow (Z156+ Z305-). Can no longer
identify source of date for 134421 Bowes,
reputedly of Tipperary.
Kiefer: traces to Wissembourg, in the French-
German border.
Huigens: No geographical origin indicated,
results no longer accessible.
Andersson: antecedent is Simon, son of
Anders, born Hollola, Finland.

Potential relationship
to R-FGC13333 group.

Need BigY tests to
confirm placement and

determine structure
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389ii=31
449=32

YCAII=19-21
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Cole: R-M269 Family Group 3. No European origin known
Richardson-Bozarth: no European origin known
Baltzer: no information given.
Brown: Group 12 in Brown DNA project. Includes N19776 with origin in “England”, b. 1626.
Reynolds: Group R-25 in Reynolds DNA project. No geographical origin indicated.

Predicted structure from STRs
U106+
Tested DF98+
SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite

Key to following pages:

Surname/geographical* and Y-STR link
Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

Y-STR match, no/private STR data

R
-S1911

R
-S18823

DF98 BigY MRCA:
2467 BC

3065 BC - 1913 BC

+ archaeological data:
Est: circa 2300 BC
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The location of the Reeves
group is estimated. The Z156v1
SNP pack shows them to be:
S1911-, S18823-, FGC51008-

FGC13333-
but they have the DYS456=15
and DYS576=16 STR
mutations in common with the
FGC51008 branch, and have
secondary mutations on all the
other FGC51008 modal
markers except DYS716. They
also share the following STR
mutations with the Harp family:

19=15?, 449=30, 710=36,
549=12, 445=13

A false negative on FGC51008
is possible, but otherwise this
position is estimated and highly
uncertain.
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Smith: no European origin known, but Ireland hypothesised. Novel mutation CTS7550+. Personal
Genomes Project tested, helped identify DF98. Negative for downstream SNPs S1911, S18823 and
L127. Forms unique branch of DF98.

Exact location
unclear. May
instead be
related to the
Brown group.
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Phylogeny of R-DF98>S18823

Predicted structure from STRs
U106+
Tested DF98+
SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite

Key to following pages:

Surname/geographical* and Y-STR link
Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

Y-STR match, no/private STR data

S18823 BigY MRCA:
2142 BC

2809 BC - 1509 BC

+ archaeological data:
Est: circa 2000 BC
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+ archaeological data:
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Phylogeny of R-DF98>S18823>S8350

Treece: no European origin known. Tested DF98+ in addition to BigY.
Pitman: no European origin known. Capt. Thomas Pittman’s daughter married Joseph Wall.
Wall: large family with few European connections and an MRCA indicating a common ancestor in American colonial times. Includes a Wall
claiming descent from Evan Wall (b. 1379) of Preston Hall in Lancaster and a Weyland from Stuttgart.
Starr: no information.
Todd: no information.
Smith: no European origin known, but Ireland hypothesised. Novel mutation CTS7550+. Personal Genomes Project tested, helped identify
DF98. Negative for downstream SNPs S1911, S18823 and L127. Forms unique branch of DF98.
Sudasch: link to Austria, north of Vienna.
Robertson: in Robson group 2, with 37-marker match to 169566. No further information given.
Watson: R1b1 family A. 109510 shown to be U106+ L48-. Several 37-marker matches. Possible descendants of Lord Jonathan Watson (1702,
England - 1759), but needs confirmation from family.
Endres: family from Ollmuth in Germany, east of Luxembourg. Results no longer available.
Quintero: family from Tenerife, no further information given.
LeCapitaine: a noble family from Grez-Doiceau, south-east of Brussels, in Walloon.
Harp: no European origin known. FGC Long-Read pilot test underway.
Reeve: traces to a Thomas Reeve (1611), origin identified as England by Y-37 match to #41599 (Reeves DNA project group #05). False
positive match to Bird group R1b IV, which is R-DF27.
Agee: origin unknown (STR source: Terry DNA project).

Predicted structure from STRs
U106+
Tested DF98+
SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite

Key to following pages:

Surname/geographical* and Y-STR link
Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

Y-STR match, no/private STR data

S18823 BigY MRCA:
2467 BC

3065 BC - 1913 BC

+ archaeological data:
Est: circa 2300 BC



Phylogeny of R-DF98>S1911>S10621

McKenzie: MacKenzie #165516 claims descent from Sir Roderick MacKenzie (1578-1626), a descendant of Alexander MacKenzie of Kintail
(fl. 1427 - d. 1488), traditionally the 6th of Kintail, but the first of whom contemporary documentary evidence survives (the historical account
continues via Kenneth, 1st of Kintail, fl. 1304). However, MacKenzie #52806 also claims the same descent.
Earley: no European origin known, also listed as Early, probably a Wallace NPE.
Arbuckle: no European origin known, also listed as Springer, probably a Wallace NPE.
Wallace: descended from a group of immigants to America who probably arrived from Scotland around 1700.
Hamilton: no origin listed. Also 37-marker kit 233295.
Prieto: origin listed as Spain.
Hill: origins in Yorkshire.
Mattocks: no origin known before emigration, which was probably before 1720. Many other 37-marker tests, showing DYS464d=16, 457=16
and probably CDYb=37 are recent mutations.
Maddox: origins in London.
Park: no geographical information recorded.
French: earliest ancestor Nelson French of Vermont; no European origin.
Blakeslee: Samuel Blakeslee (1624-1672) was an immigrant to America from England. There are several additional 12, 25 and 37-marker
tests.
Sele: ancestor is Kristen Nilsson Søra Sele from Bømlo in Hordaland.
Downie: origin in Blantyre, Lanarkshire.
Morrison: Group C. 1862 army enlistment for ancestor born 1828 states father was born in Scotland. Links to Morrisons in Londonderry and
Ballymoney.
Falconer: origin in Fife.
Bailey: from Poole.
Shearing: emigrated to VA 1683, from Swannington in Norfolk, via Quordon in Leicestershire. Variants Sheron, Sherin. Variant found in
Cavan, Ireland by Y-67 match. Variants Shearin and Sheron.
Myriak: good evidence of an NPE where Charles Shearin (b. 1740) is the father of Moses Myriak (b. 1777).

Predicted structure from STRs
U106+
Tested DF98+
SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite

Key to following pages:

Surname/geographical* and Y-STR link
Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

Y-STR match, no/private STR data
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shared
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Decker &
Coker

Ellis: grouped with the 37-marker test 142000, which suggests DYS442=13 might be recent.
Neely: two families of Neelys, descended from families from New York and Pennsylvania, sharing very similar DNA. The PA Neelys  have tested
Z305+. No known link to Ireland, but likely stems from Londonderry or Co. Tyrone.
Wilson: no information given..
Roth: origin in Khust, in south-western Ukraine. Possible Jewish family?
Coker: Coker project lists this group as the result of an NPE. No origin known before emigration, surname localises in south-east England.
Wilder: family traces back to Shiplake, Berkshire, with Edward Wilder (1623-1690). Other families (e.g. 7GJ6U) also trace back to Shiplake but are
P312+, not U106+.
Gray: no origin known before emigration.
Koch: migrated from Deisel, east of Dortmund, to England then New Zealand. Took the name of Cook. Deisel is just inside Lower Saxony, in its
south-eastern extension.
van der Merwe: from Dubbeldam, Holland. Surname originates in Dortrecht, from the river Merwede.
Decker: link via a 12-marker test to the Decker family of Husum. Husum is west of Kiel, in the Northern Albingian Danish Marches on the Jutland
Peninsula. Nordalbingia is the earliest known home of the Saxons, and lies in the district of North Frisia. 310321 and 197543 share the 1630 descent
from Lt. Jan Broersen Decker. Kasprzak’s father was adopted.
Williams: no known European origin.
Nichols: Richard Nichols (fl. 1618-1674) was an immigrant to America from Britain in 1638. There are additional 37-marker tests.
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Phylogeny of R-DF98>S1911>FGC13445

Treece: no European origin known. Tested DF98+ in addition to BigY.
Pitman: no European origin known. Capt. Thomas Pittman’s daughter married Joseph Wall.
Wall: large family with few European connections and an MRCA indicating a common ancestor in American colonial times. Includes a Wall
claiming descent from Evan Wall (b. 1379) of Preston Hall in Lancaster and a Weyland from Stuttgart.
Starr: no information.
Todd: no information.
Smith: no European origin known, but Ireland hypothesised. Novel mutation CTS7550+. Personal Genomes Project tested, helped identify
DF98. Negative for downstream SNPs S1911, S18823 and L127. Forms unique branch of DF98.
Sudasch: link to Austria, north of Vienna.
Robertson: in Robson group 2, with 37-marker match to 169566. No further information given.
Watson: R1b1 family A. 109510 shown to be U106+ L48-. Several 37-marker matches. Possible descendants of Lord Jonathan Watson (1702,
England - 1759), but needs confirmation from family.
Endres: family from Ollmuth in Germany, east of Luxembourg. Results no longer available.
Quintero: family from Tenerife, no further information given.
LeCapitaine: a noble family from Grez-Doiceau, south-east of Brussels, in Walloon.
Harp: no European origin known. FGC Long-Read pilot test underway.
Reeve: traces to a Thomas Reeve (1611), origin identified as England by Y-37 match to #41599 (Reeves DNA project group #05). False
positive match to Bird group R1b IV, which is R-DF27.
Agee: origin unknown (STR source: Terry DNA project).

Predicted structure from STRs
U106+
Tested DF98+
SNP/panel test within DF98
Terminal branch from BigY or FGC Y-Elite

Key to following pages:
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Surname, Y-STR and autosomal link
Paper trail connection suspected
Paper trail connection known

Y-STR match, no/private STR data
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Ferre: from Poltou-Charentes; no dates given.
Ewing: descendants of (?)John Ewing, b. 1695. Ewing group 4c.
Henderson: need to source information.
Brothers: traces to Newcastle-under-Lyme, Staffs.
Black: “Long Hills, Ireland”. Location not identifiable. Also kits N31804 (12 markers) and 72338
(37 markers, “Scotland”).
Washabaugh: no further information.
Wilson: no origin known before emigration to US. PM: family Bible links #181997 to Edinburgh.
RB: #551145 traces to Edinburgh.
Graham: 77959 traces back to Antrim. Also 54963 @ 37 markers.
Barnwell: possibly Barnhill. Origin listed as "Ireland". 111 marker matches to Barnell and a
descendant of Thomas Fleming (1771-1831) of Peebles-shire, not listed on public project. There
exists a 67-marker match claiming to be a Barnwell of Bourton on Dunsmore, Warwickshire. A
67-marker match to a Shires family also exists.
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Donald: multiple origins of the surname exist in Aberdeenshire. This instance traces to the parish of Fintray on a 1791
marriage record. Nearby households of Donalds appear to be R-P312. A 12-marker match (Colin Donald) is found in
Aberdeen, implying an origin before c. 1721. A second match (270372) has been found, tracing to Alnwick in
Northumberland. The surname first recorded in Aberdeenshire in the 1430s.
Hadden: This family traces back to Co. Tyrone in Ireland. However, they have a 19th C record of a relative going back
to Aberdeen, home of his "old, old ancestors". The Haddens who remained in Aberdeen founded a powerful
manufacturing industry, and their descendants emigrated to New York. Kit 256545 traces back to Banchory Devenick,
just south of Aberdeen. It is presumed that all Haddens within Aberdeenshire and Kincardineshire are related.
Clapp: no further information known - no successful contact. The family name is historically associated with Devon,
though this tester’s modern variant (Clamp) is concentrated in Derbyshire.
Bess: this family has no known UK origin, probably due to lack of records in the American Civil War. The surname
has a strong concentration in Devon.
Lawrence: this family has no known UK origin, but appears to have several instances, mostly in England. A
Lawrencekirk exists near Aberdeen.
Price: no origin known before emigration to US.
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Stinissen: Kranenburg (DE, 1660). Likely original surname Augustinus (1611).
[Ha.]: extensively SNP tested; GEDCOM extends to 1723, listed MDKA to 1780.
[Unknown]: stated as adopted.
Davis: L48-. No known origin outside America. Tests 96052 and 124642 show ancestral (1775) CDY=38-38.
Brooks: Traced to Georgia, no European origin known.
Dunn: no European origin known.
Lowry: no ancestral origin known before emigration. Group #3 (“Coral”) in the Lowery project. The Y-Search ID
E7JSY gives 76 STRs, but it is not clear whose test this is. Earliest likely match is to Alexander Lowery (~1765-
~1840) #N8934 (Y-12 only).
Jarman: no ancestral origin before Maryland. A German origin seems unlikely, so the etymology is likely
associated with jars. A possible Welsh or Kentish origin has been suggested.
Bloomer: From Birmingham. Also uses surname Lucas.
Miller: no ancestral origin known before emigration. Also listed on the Ellis project with no ancestral information.
Weaver: no known UK origins, but presumed English or anglicised Scots.
Larsson: descended from iron workers of Åsbro, in central Sweden.
Andersson: farmers→merchants from Österåker, near Stockholm.
Alley: descent claimed from John Alley 1460-1506, Wycombe.
Staples: no European ancestry known.
Via: L48-. No European ancestry known. All individuals descend via Gideon Via’s son John.

Mikel: no European origin known.
Pattison: ancestor Edward Pattison, b. c. 1761 Long Newton, Co. Durham, fl. 1841 in Morton-on-Swale, Yorks. where the census records him as being born in the same county. This may be a
bad record.
St. Clair: thought to be French (Norman?) in origin.
Rattray: the surname has been extant near Blairgowrie, in Angus, since c. 1165 (see also GZ3HV, UMGMK). This line probably is not to be the direct descendancy of the Rattrays (see also
(FV3JP?)). However it does represent a sizeable proportion of them. Two other 67-/111-marker tests are known matches. Attempts have been made to contact thee individuals without success.
The Rattray DNA project takes the default position of respecting privacy over freedom of information.
Henderson: no UK origin is known for these families. Henderson project family K1.
Lyles: three American branches of this family are known and have been well tested. No UK origin is known, though the surname does have distinct pockets throughout the country which vary in
spelling. The Lyles variant is concentrated around Stevenage and Wakefield. F2735-.
Thompson: origins in Chatton, Northumberland. Tests completed with Geno 2.0, 23andMe and FTDNA. L128-, sole positive for F2735. Chromo2: S1911+, S1894+, S1900=CT10465+, S4004+.
Beckwith: test of Richard J. Beckwith Sr. (1939- 2011). This DNA sample does not match other Beckwith lines that are available (QGW8J). A Norman descent is claimed for this line, but we
have been unable to verify it. Much of the early work comes from "The Beckwiths" (Paul Beckwith, 1891, Joel Munsell & sons, Albany, NY). Many details of this work have been discredited,
including by “Beckwith Notes” (A.C. & E.S. Beckwith, 1899-1906). The link between this family and the families mentioned in PB’s work is dubious. Key points in the claimed ancestry include:
Thomas Beckwith (1840-1913; 3 gen), farmer in Mississippi City (NB: differing wives/children); Sir Marmaduke Beckwith (3rd Bt.; 1687-1771; 7 gen); Arthur Beckwith (1615-1642; 10 gen);
Thomas Beckwith (1432-1495; 17 gen); Lord Hamon Beckwith (b. 1336; 22 gen); Sir Hercules de Malbisse  (m. Lady Dame Beckwith Bruce, of that ilk; 25 gen); John de Malbisse (b. 989,
Normandy; 29 gen).
While we have no particular reason to doubt this lineage, its ancient nature means we must be more rigorous. We have yet to find any corroborating evidence that this lineage is correct.
Further 37-marker DNA matches to McDaniel. Possible further 67-marker match to Hickman (38N4A).

B
rooks

}
710=

33; 712=
18

H
enry

?

447=24
533=13
712=19?
532=12

391=10
389ii=28
458=18
449=30
H4=10
607=13

CDYa=35
578=8

557=14
534=14
710=25
638=12
445=13
463=23
525=11
715=23
510=18

G
erm

án M
cK

enzie

D
orothy W

allace

1565

v

B
agge

Erki V
aino

v

N
ancy C

ream
er

710=35
716=27
589=11

712=19?
542=29
532=14

SNP MRCA: ~839 AD
(127AD-1357AD)

STR MRCA: ~1317 AD
(1075AD-1600AD)

A
lley

STR MRCA:
~1308 AD

(1090AD-1526AD)

Pattison
D

ale &
 C

arol Pattison

1761

v

Martiniano et al. (2016)
6DRIF-3

Late Roman-era burial
6 Driffield Terrace, York.

Autosomal analysis indicates 6DRIF-3
was probably born in Great Britain,
and that his ancestry was from a
native Celtic population. He was a
gladiator, so it is not clear whether he
came from outside the bounds of the
Roman Empire in Great Britain.

Alex Williamson reports from
the Fastq file:
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Henderson (62539): no further information.
Henry: KY family, no European origins.
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Jelly: traces to Albury in Surrey.
Bates: thought to have origins in Norwich. 110573 is from Oklahoma.
Doty:
Meeker:
Hennin/Denain: this is the lineage of part of the Maison de Hennin, originating from (modern spelling) Hainin in western Walloon, Belgium. The three branches shown probably have a common
ancestor in Jean (the Bastard) Haynin, born circa 1360, a cousin of Innocent Denain from whom comes the direct branch of the house (Branch of Bry). The two are unrelated, and while it appears
as though the Branch of Bry represents the true descent of the line’s origin (Etienne de Denain, b. c. 1140), it is possible that this branch is the true descent.

607=14
Present in S1894 and

S10621 but not FGC13445

The Genome of the
Netherlands project
identifies two individuals
who are S1903+ S1907+.

1660
111

B
igY

M
C

 729371Stinissen

FGC14823

W
ilder

}
B

erkshire
D

on H
ansen

67
-M

C
 66SR

V
67

-M
C

 6042/9W
S44

111
-M

C
 69561/A

W
8G

X

1611

458=18; H
4=10

Olalde et al. (2018)
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Únetice burial
Prague-Jinonice (“Zahradnictví”, Prague 5)

Date of burial est. at 2100-1700 BC
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TRIBAL ORIGINS
Determining an origin for a population such as this requires accurate
knowledge of the foundation of that population, which we do not have. Our
best estimate for the foundation of our cluster lies around 2300 BC: the
uncertainty in such estimates depends most strongly on the small number of
SNPs which we count to derive this age, giving an uncertainty of +/- about 400
years to the age of DF98. The SNP chain we investigate runs as follows: M269
> L51 > L23 > L11 > P311 > U106 > Z381 > Z156 > Z306 > Z304 > DF98.

The third millenium BC was a time of considerable change in Europe.
P311 is now generally thought to have arrived in from the western former
Soviet Union (possibly the Ukraine or western Russia), around 3000 BC.
Ancient DNA evidence shows no substantial U106 populations in western
Europe around 2300 BC, suggesting its origin in north-central Europe. DF98 is
contemporary with the Unetice culture, although we cannot authoritatively
state that it arose within it. Other places of origin are still quite possible, and
further results (particularly archaeological DNA) should be able to provide us
with further answers in the future.

Arrival of DF98 to western Europe and the British Isles was probably
significantly later, perhaps with the Tumulus culture of the late second
millennium BC. Given the prevalence of British clusters of tests with
convergence ages around 1000 years ago, there seems to be a significant
Norman contingent to the DF98 tests of the British Isles.
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DESCRIPTION
Displayed on this map are the testers with known European origins. In some
cases, these are not known at a country or regional level, where they are shown
bracketted without bold font. Where more-detailed information is known, or
can be surmised from testers with (near-)identical DNA tests, these are marked
with symbols. The colour of the surname and symbol corresponds to the
SNP-tested levels on the phylogenic tree.

BIASES
The distribution of cluster members is strongly affected by testing biases. A
much larger fraction of the ancestral British population have tested than
elsewhere in Europe, due to large uptake in former British colonies like the
USA. Similarly, relatively few people from France and from Eastern Europe
have tested compared to the size of their populations. We must bear these
biases in mind when inferring anything from these distributions.

DISTRIBUTION
Despite these biases, two main population groups are visible in the data. The
first is a British group, where S1894 dominates. Many Irish families were
planted there during the early 17th century. Indeed, several families have
documentary evidence of this plantation.

The second major group is German in origin, and includes the House of
Wettin itself. This group is concentrated on the Rhine valley between Frankfurt
and the Swiss border, but extends north into central Germany. We identify the
Worms-Mainz-Heidelburg area as a tentative origin, but lack sufficient SNP
testing of the German lines to confirm this. There is a strong S18823 presence
here, particularly S18823 > S22069 > M6509 presence here.

A mixture of unusual lineages also appears in Scandinavia, which may
represent ancient migrations (e.g. FGC13333) or recent movements (e.g S4004).
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