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The history of R-U106

(1) INTRODUCTION

Homo sapiens

This deep phylogenic tree of the human population represents our current understanding of the way the human family tree has
divided along its male lines. This is a rapidly-evolving field, thus the information is subject to considerable change over time.

This tree summarises the extensive tree that lies above R-U106. This shows how R-U106, which now represents many tens of ? 9 ? 72 Y-chromosomal Adam
millions of men worldwide, branched off from the rest of the human Y-chromosome tree at different points in prehistory.

(2) OUT OF AFRICA

Ultimately, we all descend from the first life-forms, which lived approximately three billion
years ago. Through a long and convoluted process, they evolved into homo sapiens. While H.
sapiens has only been around for about half a million years, this is still older than the common
ancestor of the male lines of every person alive today. We call this person Y-chromosomal
Adam, because we all descend from him via our father’s father’s father’s father’s... etc. Recent
estimates of his age place his birth at around 200,000 to 250,000 years ago.

The vast majority of people descend through Haplogroup A. In fact, it’s only recently that
researchers discovered our most-distant relations hiding among remote Africa tribes.
Haplogroup BT arose in Africa about 88,000 years ago, when the most of the human population
consisted of a small number of tribes living in the Horn of Africa.

The human genetic tree continued to diversify and flourish as mankind expanded throughout
Africa. Around 50,000 to 60,000 years ago, a small group of migrants is thought to have crossed
the Red Sea into Arabia, starting the most important in a series of Out of Africa migrations.

Some time not too long after this point, a little over 45,000 years ago, we split from haplogroups
G and I, which appear to form the original modern human population in Europe. This point is
defined by the recently analysed 45,000-year-old remains from western Siberia, from a man

A00  AO-T A0 Al Alb Haplogroup BT (B-M42)
circa 86,000 BC, East Africa
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circa 230,000 BC, East Africa

Haplogroup F (F-M89)
circa 47,000 BC, South Asia

Deep ancestry of U106
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How to read this chart

This chart shows how the male-line genetic (phylogenic) tree splits from its foundation down to the U106 branch.
Different ages and geographical origins distances are shown on the chart, which should be interpreted carefully.

Where quoted, ages are given as 95% (~“2-sigma”) confidence intervals. We are 95% sure that the real dates lie
between these two boundaries. By dividing the uncertainty in half, we can recover the 68% confidence interval, or
“1-sigma” range. Dates are rounded to the nearest 100 years.

This date was calculated using SNP-counting methods which are detailed at:
www.jb.man.ac.uk/~mcdonald/genetics.html

Haplogroup Frequencies in Europe

NB: Data have not been updated since 2014.

The following data give the number and percentage of various levels between R1b-M343 and U106 in different parts
of Europe, as found by Myers et al. (2007) and selected other studies. These can be used to approximate correction
factors to debias our statistics according to how many people of different ancestries have tested. These numbers are
only very approximate in many cases and only represent first-order estimates of the underlying population.

who was haplogroup K (but not haplogroup LT, so near the K2 level).
COUNTRY POPLN. %M269 %U106 M269 & U106 POPLN. #TESTERS WEIGHT

Our base haplogroup, R, arose from this migration between 24,000 and 34,000 years ago. This British Isles
is again limited by the archeaological remains of Mal’ta Boy, who was buried 24,000 years ago G H 1IJ LT Ireland 6429508 80% 6% 5143606 385770 99 4
in Siberia. By this time, our ancestors had probably expanded to across much of north-west Asia, HaplO grO up K2 (I<-M52 6) Scotland 5327000 72.5% 12% 3862075 639240 132 5
where they existed as hunter gatherers. before 43,000 BC, Asia England 53012456 57% 20% 30217099 10602491 317 33
Wales 3063456 83.5% 5% 2557985 153172 13 12
3 ANS Total 67836420 62% 19% 41780765 11780673 658 18
) EXPANSION INTO EUROPE
oy . oy . Iberia
Within haplogroup R, most people are descended via the R1 clade. Within R1, there is a 1] :
. L . : Spain 47150800 42% 8% 19803336 3772064 6 629
bifurcation into two groups: Rla (R-M420), and R1b (R-M343). Rla is strongest in eastern M NOS P
populations, where it can exceed 60% of individuals in Poland and the south-west Russian states. Q Haplogroup R (R-MZ 07) Portugal 10607995 6% 1.5% 5940477 159119 3 >3
Its British content is thought to be strongly Viking in origin. circa 26,000 BC (before 22,000 BC), Asia Central E
entral Europe
R1b (R-M343) is thought to have arisen around 20,000 years ago. In Europe, it is very much R1 (M173) Denmark 5568854 34%  17% 1893410 946705 ? 105
domi : L Netherlands 16696700 54% 35% 9016218 5843845 32 183
ominated by R1bla2, or M269. This group alone makes up over half the population in Western Belei 11198638 50,59 259 6663189 2799659 10 730
Europe, and makes up over 90% of some populations. Despite this, its origins are still thought to ¢ clgium 65460000 5 2'0/ ¢ 70, ¢ 34039200 4582200 1 718
have been in western Asian populations, and it came to dominate Europe as it expanded rance . o g
throuchout the continent Germany 81757600 43% 19% 35155768 15533944 103 151
g . ; 0 0
Switzerland 7785000 58% 13% 4515300 1012050 13 78
- . . . Ital 60418711 37% 4% 22354923 2416748 14 173
The date of this expansion into easternmost Europe (Russia and the Ukraine) can probably be R2 Rla Y
tied to the sudden growth in the number of branches below M269, around 4000 BC. (M479XM420) Haplogl‘Ollp Rlb (R'M3 43) Austria 8414638 27%  23% 2271952 1935366 2 963
circa 18,000 BC, probably North or Central Asia  Eastern Europe
0 0
(4) FOUNDING A NEW EUROPEAN POPULATION R1b1=P25 Hungary — 9979000~ 20% 4% 1995800 399160~ 6 o1
' ' ‘ R1b1a=P297. L320 Czech Rep. 10261320 28% 14% 2873169 1436584 5 287
Most of the branches above U106 are minor, however there is one important branch at the level Rlala a > Slovakia 5443386 25% 3% 2721693 326603 1 327
immediately above U106, signified by the mutation P311. A split exists at this point in our family Poland 38192000 23% 8% 8784160 3055360 19 161
tree between the larger P312 branch and the smaller U106 branch. The R-P311 level probably (M417) R1blb Rlblc Rlblal Lat./Lit./Est. 6032500 10% 4% 603250 241300 12 20
corresponds to our ancestors’ arrival into central Europe, somewhere in the region of modern Belarus 9503807 5%  0.5% 475190 47519 1 48
Germany, around 3000 BC or shortly thereafter. Archaeological remains indicate that this is (M335) (V88) (M73) Rl b 1 az (M269) Ukraine 45939820 25% 9% 11484955 4134583 4 1034
likely coincident with the arrival of the Corded Ware culture. 5100 BC - 3600 BC, Asian Steppe Romania 20121641  15% 2% 3018246 402432 1 402
123 (R1bla2 Bulgaria 7621337 10% 2% 762133 152426 0 -
The P312 branch is generally found more on Europe’s Atlantic Coast, being spread by the Bell ( a a) Former Yugo. 20449929 5% 1% 1022496 204499 1 204
Beaker culture. Meanwhile, the U106 branch is generally found more in Europe’s heartland. This L51 (R 1bla2al a) Slovenia 2012917 17% 4% 342195 80516 3 27
has erroneously led to P312 being synonymised with “Celtic” peoples and U106 with L151 (Rlb la2al al) Greece 11645343 10% 1% 1164534 116453 0 -
“Germanic”. While there is clearly some overlap between membership of these SNPs and Russia 110000000 21% 5.4% 23100000 5940000 7 849
populations, both SNPs originate several thousand years before these terms are relevant. Turkey 76667864 14% 0.4% 10733500 306671 0 -
Nevertheless, it is the last common ancestor of these two branches, “Mr. P311”” whose clan is now European Colonies (estimated)
represented by around half of western European men, with a third of a billion diaspora worldwide L216 72103 R1bla2alal (P311) United States 230000000  46%  15% 105800000 34500000 - i
1 at right). Australi 20000000 46% 15% 9200000 3000000 - -
(see panel at right) Probably c. 3000 BC, Central or Eastern Europe ;2000000 46% 139 1840000 600000 ] ]
R-U106 represents about 1/8th of Europe, or 110 million men worldwide. We estimate its origin Canada 30000000 46% 15% 13800000 4500000 - -
to be between 3700 and 2500 BC, which ties in with the archeaological expectation of circa 2800
BC. Total 1041 million N/A N/A 383 million 110 million

1 P312 U106 (R1bla2alala)
probably circa 2800 BC, Central Europe

M222
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Archeological M269 remains in modern Russia.
Piora Oscillation

Kurgan wave 3: steppe — E. Europe

Corded wave in C. Europe

Portugal: First Bell Beaker culture
Romania: End Cucuteni-Trypillian culture

First archeological M269 remains in western Europe.

Start of Stonehenge, constructi
Spread of Megalithic / Beaker culture% in W. lléuu(}é(f)rel

Iceland: Hekla-4 eruption  End of Corded Wave culture

) Bell Beaker arrives in Denmark
Height of Stonehenge construction  Start of Unetice culture
First U106 archaeological remains (Sweden)

) Shetland: Scord of Brouster constructed

4.2kyr event: climate causes collapse of Old World civilisations

U106 family tree

Updated: 14 Aug 2017

DESCRIPTION

This phylogenic tree of R-U106 shows the relationships between the
1083 testers with Family Tree DNA BigY results. Note that the
R-U198 region is largely incomplete.

Convergence dates (to be read at the horizontal line of each
clade) are computed using SNP counting, and are typically uncertain
by several centuries. The convergence date is the point in history
where all testers with that clade were last related (the time to most
recent common ancestor, or TMRCA). It does not necessarily indicate
when that SNP formed.

Deﬁlgi_e of Bell Beaker culture in British Isles 2200 BC
1

ical Flood Bronze Age reaches Britain
England: Seahenge Ireland: Magh Ithe 2100 BC

Abraham

Bronze Age reaches Ireland
Stonehenge completed 2000 BC

Height of Unetice culture 1900 BC

1800 BC

E.Europe: Trzciniec culture Ireland: Erimon Nordic Bronze Age be

ins
) End of Bell Beaker culture in Ireland 1700 BC
Eruption of Thera / Middle Bronze Age cold epoch
Transition Unetice — Tumulus culture 600 BC
England: start of Deverel-Rimbury ware

England: Aylesbury 1500 BC
Hebrew Exodus

E.E.: Trzciniec — Lusatian transition 1400 BC

Germany: Tollense massacre
Transition Tumulu}sl — Urnfield culture 1300 BC

Troy destroyed Late Bronze Age collapse 1200 BC
Iceland: Hekla-3 / Bond event 2

England: end of Deverel-Rimbury ware

£ VWA 1100 BC

Kings David & Solomon Italy: Latins arrive

Rhineland: Golden hats England: Plymouth 1000 BC

Start of Iron Age Cool Period 900 BC

Start of Iron Age in Britain & C.Europe; Etrsucans
Rome Transition Urnfield — Hallstadt culture 800 BC

Olympics Lusatia: Biskupin

Italy: Transition Villanovan — Etruscan culture
Major climate cooling, Nordic invasion of C.E. 700 BC

Jastorf culture begins Milan, Marseille Ezekiel

Pythagoras (00 BC

Transition Hallstadt — La Tene culture
Start of Iron Age in N. Europe
Estonia: Kaali impact? Socr%ltes, Herodatgs 500 BC
Maximum cooling: famines in Rome, pestilence in Athens

London 400 BC

Alexander

Voyage of Pytheas
Climate warming 300 BC

First Punic War

N. Italy: Battle of Telamon
Hannibal 200 BC

Cimbrian War 100 BC

Romans in Gaul, Iberia

Agricoll;‘o R/}%Irllssi r%ﬁ%%g
Romans in Germania 100 AD
Hadrian

Antoninus 200 AD

Rome: Crisis of 3C
ome: Crisis o 300 AD

Scoti raid Roman Eng. 400 AD
Romans leave Britain
Fall of Rome; Hun Empire
Migration Age 500 AD
) . Clovis
Volcanic(?) dust veiling event

Scots — Dal Riata 600 AD

Iberian Caliphate
Russia: Viking invasions 700 AD
Bri V.k_Cha.rlema.gne

rit.: Viking invasions
Russia & E.E.: Vikings 800 AD

K. MacAlpin Danelaw

Normancliay 900 AD
Holy R.E.

Brit.: Viking invasions

1000 AD

Norman England
15t Crusade 1100 AD

Iberia: Reconquista
2" Crusade

31 Crusade 1200 AD

Edward I 9t Crusade
Edward II 1300 AD
Black Death

100y War 1400 AD
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FGC13333
Page 5
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Page 5
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Page 5
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22069

M6509

6¢LTIS

S18823
Page 6
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Page 6

16010726 (C—T)

[AMMA486; FGC29253]
DF98 Appears equivalent to DF98
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Page 7
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Major branching structures within R-DF98
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Page 10

Key to following pages:

Y-STR match, no/private STR data

Predicted structure from STRs

Ul06+

Tested DF98+ (including DF98* panel tests)
Positive SNP/panel test within DF98

Terminal branch from BigY or FGC Y-Elite
Surname/geographical™ and Y-STR link
Surname, Y-STR and autosomal link

e Paper trail connection suspected
e Poper trail connection known

*Includes not-shared surname matches with a close
geographical link (within ~10 miles).

Individuals electing to show their information on public
project pages are identified by family (MDKA) name.
Individuals identified through private information are
Identified by their initials.

23« Date of MDKA (most-distant known-ancestor)

‘ « Indicates recorded paper trail

«— Depth of Y-STR testing

£« Maximum depth of Y-SNP testing
2« M =UI06 project member; C = in e-mail contact

5? «— Kit number/YSearch code

¢ « Family name (and contact names)

}X{ «— Country of family’s origin

Ungrouped
tests
Page 11

Known STR

imposters
Page 12
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e (16

b1V,
n (STR source; Terry DNA project).
N

Pages
6& 7

This widely tested family is mostly
descended from Capt. Thomas
Pittman (1614-1684) or his closest
relatives. A separate project, looking
at this family in more detail, is run by
Jef Treece.

Pittman, Wall, Treece, Starr, Todd

111 Bigy M C

Jef Treece.

tch to #41599 (Reeves DNA project group #05). False

Project tested, helped idenify

439=11

464c=15
710=36
485=14
505=13

00L1

The location of the Reeves
group is estimated. The Z156v1
SNP pack shows them to be:

S1911-, S18823-, FGC51008-

FGC13333-

but they have the DYS456=15
and DYS576=16 STR
mutations in common with the
FGC51008 branch, and have
secondary mutations on all the
other FGC51008 modal
markers except DYS716. They
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Phylogenic family tree of R-DF98’s minor branches
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Y-STR match, no/private STR data

Predicted structure from STRs
U106+

Tested DF98+

SNP/panel test within DF98

s Terminal branch from BigY or FGC Y-Elite
Surname/geographical™ and Y-STR link
s Syrname, Y-STR and autosomal link
e Paper trail connection suspected
e Poper trail connection known
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Battini et al. (2015)

test den-104 reported
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sharing PH1654,

S18043, and S22116

7465235
S11739
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$23144

BY14841
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Phylogeny of R-DF98>S18823
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Predicted structure from STRs
U106+

Tested DF98+

SNP/panel test within DF98

s Terminal branch from BigY or FGC Y-Elite
Surname/geographical™ and Y-STR link
s Syrname, Y-STR and autosomal link
e Paper trail connection suspected
e Poper trail connection known




oo (N S13323 I
1900 BC Phylogeny of R-DF98>S18823>S835(

1800 BC

1700 BC
Key to following pages:
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e Paper trail connection suspected
1000 BC e Poper trail connection known
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Battini et al. (2015) test
fri-1788 reported in this
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The Genome of the
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identifies two individuals
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Olalde et al. (2018)
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1 1 00 BC Unetice burial
Prague-Jinonice (“Zahradnictvi”, Prague 5)
Date of burial est. at 2100-1700 BC
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Late Roman-era burial Y-111 (1075AD-1600AD)

6 Driffield Terrace, York. needed

Educated guess:
MRCA between
800 AD and 1300 AD

1IVOA

900 AD

Autosomal analysis indicates 6DRIF-3
was probably born in Great Britain,
and that his ancestry was from a
native Celtic population. He was a
gladiator, so it is not clear whether he
came from outside the bounds of the
Roman Empire in Great Britain.
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Kincardineshire Bagge: “In 1565, nobleman Hans Persson Bagge, from ikel: no European origin known. Jelly: traces to Albury in Surrcy.
Dol o ofhe s exit n Abcrdcnie Thi nsance et the e of Fiey o' 1791 o Chenes:nodte e Snisen: S N Bagogutvud (Bagehufvud] amily, moved o [Sweden  Pattson: ancestor Edward Padison, b c. 1761 Long Newton, Co. Durham, . 1841 in M e Yorks. dshimas being born in Thismay bea  Bates: thought 0 have oigins i Norwich. 110573 i rom Oklaboma
maring recod. Neatby houscholdsof Donalds appar o b R-P312. A 12-marker match (Colin Donald) i found in ing: descendants of (?)John Ewing, b. 1695, Ewing group 4c. Ha.J extensively SNP tested: GEDCOM xtends o 1723, listd MDKA to 1750 fomNorva) md i doseniin e XVlcoy
Aberdeen, 1721 7 found, tracing to Alnwick in Henderson: need to source information. settlod down in Estonia. . Clair: thought to be French (Norman?) in origin. R ) N
Northumbertons T samomme i tecordod in Aberdsenshire i the 14308 ® Brothers: tmces to Newcastle-under-Lyme, Saff. ot LS. o known ontin outside Americs, Tests 96052 and 124642 show ancesral (1775) CDY=36-38 Henderson (62539): no further information. Rattray: the sumame has been extant near Blairgowrie, in Angus, since . 1165 (see also GZ3HV, UMGMK). This line probably is descendancy of his is the lineage of part o the Maison de Henin, orginating from (modern spelling) Hainin in western Walloon, Belgium. The three branches shown probably have a common
e e 1901 C recond ofa elative o bk L e Al kit 31504 (12 markes) nd 72336 A% Nk aren auide A, e Henry: KY funily, no Europesn origns (PV3IP). Howerer it doe represent  sizeabl propartion of e, Two other 67-/1-matke et ar known matches, Aimpts e becn made o contac thee ndivid ancesor i Jean (e  bom circa 1360, fIanocent Denain from whom comes the dirctbrunh of ). The . and while i appears
1o Aberdien, home of i vl ald anccstors. The Haddens who remained n Aberdeen founded  powertul - Dunas no Europent o known. ‘The Rattray DNA projt takes the default position of especting privacy over frecdom of information, as though the Branch of Bry repr descent of the lnc’s Denain, b. . 1140), it i possible that this branch i the truc descent.
y Coral™ Henderson: no UK origin is known for these families. Henderson project family K1
manufacturing industy, and thirdescendants emigrated {0 New York. Kit 56545 tracs back o Banchory Devenick, eh:no urter information. Lowry: no ancesrl orgin Known befoe cnigration. Group #3 (*Coral™ i the Lowery proeet. The Y-Scarch 1D - org y . .
Just south of Aberdeen. It s presumed that all Haddens laed Wilson:noorigin known befor emigraton o US. PM: umily Bilelnks #18197 to Edinburgh E7JSY gives 76 STRs but i i not clar whose est tis . Ealest kel math s 1o Alexander Lowery (-1765- Ll e Americn brnches of i il are Known d bave boenwel 6std:No UK oiin s known, thoughhesumane dos ave distint pokets roaghot tecouney which vy in
Clapp: no ki - il ‘The family name with Devon, RB: #551145 traces to Edinburgh. ~1840) #N8934 (Y-12 only). he Lyles variant is concentrated around Stevenage and Wakeficl o 5 s - N . . .
though this tester’s modern variant (Clamp) is concentrated in Derbyshire. Graham: 77959 traces back to Antrim. Also 54963 @ 37 markers. Jarman: no ancestral origin before Maryland. A German origin seems unlikely, so the etymology is likely : origins in Chatton, Northumberland. Tests completed with Geno 2.0, 23andMe and FTDNA. L128-, sole po\m\? f‘l;r FrZ;XS (Ihmmo, S1911+, S1894+, $1900=CT10465+, S4004+,
Bess: this family has no known UK origin, probably due to lack of records in the American Civil War. The sumame. Barnwell: possibly Barnhill. Origin listed as "Ireland". 111 marker matches to Bamell and a assaciated with jars. A possible Welsh or Kentish origin has been suggested. tost of Richard J. Beckwith Sr. (1939- 2011). This DNA sample does not match other Beckwith lnes that A lin, but we
e e e B e e et o enton oy have been unable (0 verfy i Much o thecary work comes fom "The Beckwiths” (Paul Becowith, 1691, Jool Munsel & sons, Albany, NY). Many details of this work hve boen discredited.
Lawrence: this family has no known UK origin, but appears to have several instances, mostly in England. A exists a 67-marker match claiming to be a Barnwell of Bourton on Dunsmore, Warwickshire. A il known Iso listed on the no ancestral information. including by “Beckwith Notes™ (A.C. & E.S. Beckwith, 1899-1906). The link between this family and the families mentioned in PB's work is dubious. Key poits in the claimed ancestry include:
e i e b, . g PR S g e e o) ‘ Thomas Beckwith (184 farmer in Missisippi City (NB: differing wives/hildren):; Sir Marmaduke Beckwith (3rd Bt 1687-1771: 7 gen); Atthur Beckwith (1615-1642; 10 gn):
Lovreekik v phaieen e y o exist Lo, UK g, bt presumed gl o g Thomes Beckoth (1321 Tord o i 1556 25 e, S Heveun o Malbe (. Loy Do Beckoth Brteof e s 25 oy o de Nl 5 K5
farmers—smerchants from Ostriker, near Stockholm Normandy; 29 gen).
farmers s merchant fom Osterd ockho While we have o paticulr reasonto doubt thislneage s ancient natur means we st be mre igorous, We have yet t findany corroborating evidencetattis ineags i comect.
Haimed from John Ally 1460-1506, Wycomb Further 37-marker DNA matches to McDaniel. Possible further 67-marker match to Hickman (38N4A).

o European ancestry known.
ia: L48-. No European ancestry known. Allindividuals descend via Gideon Via's son John.
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Geographical Distribution

DESCRIPTION

Displayed on this map are the testers with known European origins. In some
cases, these are not known at a country or regional level, where they are shown
bracketted without bold font. Where more-detailed information is known, or
can be surmised from testers with (near-)identical DNA tests, these are marked
with symbols. The colour of the surname and symbol corresponds to the
SNP-tested levels on the phylogenic tree.

BIASES

The distribution of cluster members is strongly affected by testing biases. A
much larger fraction of the ancestral British population have tested than
elsewhere in Europe, due to large uptake in former British colonies like the
USA. Similarly, relatively few people from France and from Eastern Europe
have tested compared to the size of their populations. We must bear these
biases in mind when inferring anything from these distributions.

DISTRIBUTION
Despite these biases, two main population groups are visible in the data. The
first is a British group, where S1894 dominates. Many Irish families were

planted there during the early 17" century. Indeed, several families have
documentary evidence of this plantation.

The second major group is German in origin, and includes the House of
Wettin itself. This group is concentrated on the Rhine valley between Frankfurt
and the Swiss border, but extends north into central Germany. We identify the
Worms-Mainz-Heidelburg area as a tentative origin, but lack sufficient SNP
testing of the German lines to confirm this. There is a strong S18823 presence
here, particularly S18823 > S22069 > M6509 presence here.

A mixture of unusual lineages also appears in Scandinavia, which may
represent ancient migrations (e.g. FGC13333) or recent movements (e.g S4004).
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TRIBAL ORIGINS

Determining an origin for a population such as this requires accurate
knowledge of the foundation of that population, which we do not have. Our
best estimate for the foundation of our cluster lies around 2300 BC: the
uncertainty in such estimates depends most strongly on the small number of
SNPs which we count to derive this age, giving an uncertainty of +/- about 400
years to the age of DF98. The SNP chain we investigate runs as follows: M269
>L51>1L23>L11>P311>U106>Z381> 7156 > 7306 > Z304 > DF98.

The third millenium BC was a time of considerable change in Europe.
P311 is now generally thought to have arrived in from the western former
Soviet Union (possibly the Ukraine or western Russia), around 3000 BC.
Ancient DNA evidence shows no substantial U106 populations in western
Europe around 2300 BC, suggesting its origin in north-central Europe. DF98 is
contemporary with the Unetice culture, although we cannot authoritatively
state that it arose within it. Other places of origin are still quite possible, and
further results (particularly archaeological DNA) should be able to provide us
with further answers in the future.

Arrival of DF98 to western Europe and the British Isles was probably
significantly later, perhaps with the Tumulus culture of the late second
millennium BC. Given the prevalence of British clusters of tests with
convergence ages around 1000 years ago, there seems to be a significant
Norman contingent to the DF98 tests of the British Isles.
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